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tbpB 



10 20 30 40 50 

1 CGCTTGCAGA TTTGTAAAAA ATTTAGCTAA AATCAGACCT GGCTTGTATT, 
51 TTAGGGTTAT TATGGAACAG ACAACGGAAC AAATAGATTA TAAATTATTA 
101 AAGCATCGTT TTCGTGGCTA TTTACCGCTT GTGATTGATG TGGAACAGAG 
151 GCTTAAATGC^ CCAAACTGTG CCTTATTGGA ATTGGCCGGA ATT ACTTTAA 
201 AATTGGACGA GCCAAGGTTA TCTTATTGCC GGATTCAACA ATGCCAATTT 
251 CCAATTTGCG GCCATTGGAG GGGGCGATTT TCAAGGGCCG AATATTTACC 
301 CTCAGTCATT AAAATTCAAC GGCATTCATA TTCACAACCC TCT AG AGGAA 
351 GCGGTTTAGA GAATATTGCC CAATTCCCGG AAATGTTCAA AATGGTTCGC 
401 AAAGCAATGA AGGAAGCAAG GCTGCCAACG GGCGGTGATT GTTGCCCCAC 
451 AATGCCAGCG TTCGATCAGG GCTTTTTTAC AGGGCTGCGA TTAAACGGAA 
501 TGCCAAGCGA GAGATCCCTT TCACCCTTTT GGCGATGTTT GACTACCGCC 
551 GCCACCCTTT GCAGGTTTTA TGTTATGGGC AAACCGTGTT CGTTAAAAGC 
601 CTGCCAGTGC AAAATCCGTT CACGTAGCAG CACTATAGGG CGAATTGGGT 
651 ACCGGGCCCC CCTCGAGGTC GACGGTATCG ATAAAGCTTC ATATCGAATT 
701 CCTGCAGCCC GGGGGATCCG ATGCGCCTTG CGGCTCAAGT TATTAGTGGC 
751 ATCGGTTTTT TGGGTGATGG TGTCATTTTG CATAAGAAAA ATGATGCGAT 
801 TTCAGGTTTA CCCACTGCGG CGATTATTTG GGCTTCTGCG GGGATCGGTA 
851 TTGCTGCAGG GGAGGGTTTC GTGTTTCATG CGGTCATCGC CACTGTCATT 
901 ATTTTGGTGT CTATTCGATT ATGTCCGTTG GTTCAACGTT GGGTTCATCG 
951 TAAATCACAA CGTCGTCGAC GAAATATTCT TGTCAATGAT GCGGAAAGCA 
1001 TACGGAAAGT TACCCAATTG TTATTCAATA ATCAGTATCG TATTGAACAT 
1051 ATACAAGTCA AAGATCAAAG TAGTGGAGAA GTTGCCGGTT ACAAATTfcGT 
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1101 ATTGATTCCA CAATGTTCAA AGATGCGTAT GCTTTACTTA AAGCAGAAGA 
1151 TGGCGAATAC TGTTCAAGTA GATATCATGA AAAAGAGTGC TTATATTCAA 
1201 TTTTTTATTT TTTATTTAAT TTCTTTCCAC AAAAGATCAT TTTCAATTAT 
1251 ATATACTGGA ATTTTGCCTT ACGCTATCTG TCATTTATTA TGCTATTCAA 
1301 GCACAACAAA CTATGGAACA ACAATCAAAA TGTACGCTTA TCGGCTGCCG 
1351 ATGATTTCGA TAATGATCGA TGTGCAGAAA TATTTGAACT TACGATTTTC 
1401 ACTGAGCAGT CAAAGCACGT TCGCGAGTAT CGACTCTACT TTATTTATCG 
1451 TTTGTGCACT ATGTATAATC CACCTAATTC CGTGCCTTGG CCATAAAAGC 
1501 CCCCTTCAAA TTGTATTTAT ATCAGCTACC GTGCCACCAT TCGTACTTTT 
1551 CGGATCAAGA TTAAAACAGA ATCCCTGCAT GCACAGCGAA ATCAGCTGCG 
1601 GTATGCGAAA CGCCGCAGGA GCGCAGTACG CGAAGTGTAC CGTCACTATC 
1651 AGTGCTAGAT TTGTCAATAA AAAATTAGTG ACCAAGCTTG GGTGCATAAT 
1701 GATGGTGATG AAAGAACGCT CAATGCTTGA CACGTTGCAG GCTATCTGTA 
1751 AGGGTATGGT AGTTACAGGC ACAGCCCAAA CGGCCAATTG CTGGTTTTTT 
1801 ATCCTTGATC CGAACAGTAC GAATGGTGGT CACGGTAGTG CATATACATA 
1851 CTCAATTGAA GGGGGCTTTT ATGGCCCTAA GGCGACGGAA TTAGGTGGTA 
1901 TTGTACATAG TGCAGAAACG GATAAAGATA GAGTCAGTAT TACATTCGGC 
1951 GGAAAACGTC AAATAGAAAA ATAATCATAA TTCCCCTTTG CTGGTTGTAG 
2001 ATAGCAGCGG GCAATTTTTT ATAAAAATTT GCAAAATTTA AATAA 
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tbpA 



10 ao 30 40 so 

1 AGACCCTATC TAATGATAAT GAAATATCAT CATTTTCGCT ATTCACCTGT 
51 TGCCTTAACA GTGTTATTTG CTCTTTCTCA TTCATACGGT GCTGo/aCTG 
101 AAAATAAAAA AATCGAAGAA AATAACGATC TAGCTGTTCT GGATGAAGTT 
151 ATTGTGACAG AGAGCCATTA TGCTCACGAA CGTCAAAACG AAGTAACTGG 
201 CTTGGGGAAA GTAGTGAAAA ATTATCACGA AATGAGTAAA AATCAAATTC 
251 TTGGTATTCG TGATTTAACT CGCTATGACC CTGGTATTTC GGTGGTGGAA 
301 CAAGGTCGCG GTGCAAGTAG TGGCTATGCC ATTCGAGGTG TAGATAAAAA 
351 CCGTGTCAGC TTACTTGTTG ATGGGCTACC ACCAGCGCAC AGTTATCATA 
401 CGCTGGTTCA GATGCTAATG GTGGTGCAAT TAATGAGATT GAGTATGAAA 
451 ACATTCGTTC AATTGAGTTA AGCAAAGGAG CAAGTTCTGC GGAATATGGC 
501 TCTGGTGCGC ATGGTGGTGC TATTGGTTTT CGTACTAAAG ATCGCCAGGA 
551 TATTATTAAA GAGGGGCAGC ATTGGGGCTT ACATAGTAAG ACCTCTTATG 
601 CCAGCAAAAA TAGCCATTTT TACAGTCTAT CGCAGCGGCT GGTCAGGCGG 
651 GTGGTTTTCA AGCACTTGTT ATTGCAACTC ACCGACACGG TAAAGAGACC 
701 AAAATTCATT CCGAGGCAAA TCAATTACAT ATTATTCGGC GTATAACCGG 
751 CTTTCAAAAT CGCTACGACT TTACCCAATT CCGCACAGAA TGCCTCCTGG 
801 AGGATCTTTT TTTATTGTGG AAGATACTTG CCCAACATTA GATTGTACTC 
851 CTCGTGCAAG GGTTAAGTTG AACGCGATAA TTTCCCAGTC AGAACATTTC 
901 CGAATATACG CCTGGAAGAG GCGAAACAGC TTGAGATTCC TTATCGCACT 
951 GAGCTCTCAG CCCAAAGAAT ARACCGGTAA AGATCGCATT GCACCAAACC 
1001 CTTTAGATTA CAAGAGTAAT TCTGTTTTTA TGAAGTTTGG CTATCACTTT 
1051 ACCTCGTCTC ATTATCTTGG CGCATCTCAC AAGATGATAC AAAACAACGC 
1101 ACGATATCCG TCATSTGCAA ACGCCAGCTT ACTATACAAA AGACGATATT 
1151 TACTTATCAC TTTGGAACTA TGTTTATCAA GGGGATATTA TTTAGATGGC 
1201 TTAGTGTTCA AGCCAAGGAT CCCTTATGGG TTCCGCATAT GCCATGTGAA 
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1251 CGTCACCACA AACGTCGTTT AGGATTCACC TATAAATATA AACCAGAGAA 
1301 TAATCGCTGG TTGGATAGCA TTAACTCGTG CGTACGTGCT TTGCGCTCTC 
1351 GCTGCTGTGC TCTGAGTAAA CAAGATATTG AACTATATAG CCGGCTACAT 
1401 CGCTTGCATT GTAGCGATTA TCCTGTGGTA GATAAAAATT GCGGCCCGAC 
1451 TTTGGATAAA TCTGGTCTAT GTATCGAACT GAGCGTAATA ATTACCAAGA 
1501 AAAGCATCGT GTCATTCATT TAGAATTTGA TAAAGCGCTA AATGCTGGTC 
1551 AAGGCGTATT TAAGCAAACC CACAAACTGA ATTTAGGCTT GGGCTTTGAA 
1601 TCGATTAATC GCTTATGATC ATGGGGATAT GACTGCCCAA TATACCAAAG 
1651 GCCGGTTATA CCAGCTACCG CGGAGAGGGG CTTTAGATAA TCCATATATT 
1701 TATCGCCGCG ATCCACGCAG TATTGAAACG GTATCTTTGT GTAATAATAC 
1751 AGCGGCGACA CTTAACTGTG ACGCGTTAAA TAAAGGCATA CGTTTGTACC 
1801 TCCGCTCCAC TTAGGAACTA TAGTTTATGA AGGGGATAAT ATTTAGATGG 
1851 CTTAGTGTTC AAGCAAGCAA GGATCCCTTA TGGGTTGCGC GATATGCCAT 
1901 GTGAAGTTTT TGATGAACGT CACCACAAAC GTCGTTTAGG ATTCACACCT 
1951 ATAAATATAT AAACCAGAGA ATAATCGCTG GTTGGATAGC ATTAACTCGT 
2001 GCGTACGTGC TTTGCGCTCT CGCTGCTGTG CTGTGAGTTA AA CAAG AT AT 
2051 TGAAACTTAT AGCCGGCTAC ATCGCTTGCA TTGTGAGCGA TTATCCTGTG 
2101 GTAGTAGTAA AAATTGCGGC CCGACTTTGG ATAAATCTTG GTCTATGTAT 
2151 CGAACTGAGC GTAATAATTA CCAAGAAAAG CATCGTGTCA TTCATTTAGA 
2201 ATTTGATAAA GCGCTAAATG CTGGTCAAGG CGTATTTAAG CAAACCCACA 
2251 AACTGAATTT AGGATTGGGC TTTGAATCGA TTAATTCGCT TATGGATCAT 
2301 GGGGATATGA CTGCCCAATA TACCAAAGGC CGGTTATACC AGCTAACCGC 
2351 GAGAGGGCGT TTAGATAATC CATATTTATC GCCGCGATCC ACGCAGTATT 
2401 GAAACGGTAT CTTTGTGTAA TAATACACGC GCGACACTAA CTGTGACGCG 
2451 TTAAATAAAG GCATACGTTT GTACCTCCGC TGCTGCCTAA TAAATCAAAA 
2501 GAATAACCGA GATACGGTTC AGTGTTGTTC CAACCAGTTG CGATGGCCCA 
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2551 CTACGTGAAC CATCACCCTA ATCAAGTTTT TTGGGGTCGA GGTGCCGTAA 
2601 AGCACTTAAC CCTTCTGTCG TCTCCCGTGG ATGCTTAAAT TCGCAGCTAG 
2651 TGGCAGGCAG GCACGTCACT CCTCTCGGTG ATTTCAGGTG CAACTGACCG 
2701 GTTCTTGGTA CCACCCTTGA TATTAACCGG AGTCAATTAT AAAAACGAGT 
2751 TACGTGGAGC G CAATTTAT A ATGTCGATGT CAGATACTGT AAAACTCTAT 
2801 ATTACCGTGG GCAGCAATTA GGTGACAGGG CCACGGGGCA AGCGAAACCA 
2851 GACGGGTACC AATTACACCG ATTTGCCGCC CCCGGGAGAG AAATTTCAGT 
2901 TACCATTCAA AGAAGTTTAG AGCCGGCCAA AAGAAAATAC AAAAAACGCT 
2951 GAAAGTATAT TCAGCGCGTT TTTGTTGCTC TAACGGATTA CATACGAATT 
3001 CAAAATGTTT TAACGGTCGG TTA 
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ORF rnase T tDDB 



A^TTTTATCTAATCTAAAAACAAGCGTT 

CTGAAACTAATAAAGTTCAAACCJO^ 
-35 

SD Met 1309 
CTC tJbP B gaaaaataatcataattcccctttgc^gttgtag 

atagcaagcgggcaatt™^ 

ATCTAMSATAATGAAATATCATCATTTTCGC . tbpA. ... AGAAA 

TTTC AGTTTAG^ATTTGAAATGAAGTTTIEAG. . 

SC5943 
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ATGTTTAAACTTAAAAGTAGTTTTGTACT^ 
r a a ATGGT^GAAGCTTIGATC 

TTCC^SCAGG^^ 

CATACTCATGATAGAAATCATAAGTTGTATACAAGAGAT^ 
A^TT^TCCATTCTGGTCCAAAACCTGAAATAAA 

^^^SSSwW TACCTA-KX^GCTAAO^GAGATAGTAA^m 
TTTCTAATTCC^GCA^GCATCAA'^GTGGCG^ 



AS££^^ 

PAAnAATTraACGATATTGATGCGAAAATTAAAGGTAATCGC 

o^g^gS?^^ 



G^CAAGTAACAG<^ 

ATAGAGTCAGTATTACATTCGGCGGAAAACGTCAAATAGAAAAATAA 
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